Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.037; wR factor = 0.103; data-to-parameter ratio = 17.4. organic compounds o1732 Asiri et al.
The imino-carbon double-bond in the title Schiff base, C 20 H 21 N 3 O 3 , has an E configuration; the six-membered aromatic substituent (r.m.s. deviation = 0.012 Å ) is nearly coplanar with five-membered pyrazole substituent (r.m.s. deviation = 0.031 Å ), the dihedral angle between the two systems being 11.4 (1) ]. The phenyl ring connected to the pyrazole ring is aligned at 45.5 (1) with respect to this fivemembered ring. The N atoms in the ring show pyramidal coordinations.
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For background literature on Schiff bases derived from 4aminoantipyridine, see: Montalvo-Gonzá lez & Ariza-Castolo (2003 Refinement R[F 2 > 2(F 2 )] = 0.037 wR(F 2 ) = 0.103 S = 1.00 4164 reflections 239 parameters H-atom parameters constrained Á max = 0.23 e Å À3 Á min = À0.24 e Å À3 Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010) . supporting information Acta Cryst. (2010) . E66, o1732 [doi:10.1107 /S1600536810023238] 4-[(3,4-Dimethoxybenzylidene)amino]-1,5-dimethyl-2-phenyl-1Hpyrazol-3(2H)-one Abdullah M. Asiri, Salman A. Khan, Kong Wai Tan and Seik Weng Ng S1. Comment 4-Aminoantipyrine (4-amino-1,2-dihydro-1,5-dimethyl-2-phenyl-3H-pyrazol-3-one) possesses an aminopyrazolone unit, a feature that allows the compound to condense with aromatic aldehydes to yield Schiff bases. The Schiff base derived from the benzaldehyde homolog has nearly coplanar phenyl and pyrazoly rings (Montalvo-González & Ariza-Castolo, 2003) . In the title benzaldehyde analog (Scheme I, Fig. 1 ), the 6-membered ring is nearly coplanar with 5-membered pyrazolyl ring [dihedral angle between the two systems 11.4 (1) °]. The phenyl ring connected to the pyrazolyl ring is aligned at 45.5 (1)°.
S2. Experimental
3,4-Dimethoxybenzaldehyde (0.36 g, 2.2 mmol) and 4-aminoantipyrine (0.45 g, 2.2 mmol) here heated in methanol (15 ml) for 5 h to afford a colorless precipitate. The solid material was collected and recrystallized from methanol.
S3. Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H 0.95 to 0.98 Å, U(H) 1.2 to 1.5U eq (C)] and were included in the refinement in the riding model approximation.
Figure 1
Displacement ellipsoid plot (Barbour, 2001) (9) 0.69085 (7) 0.0185 (2) N2 0.33485 (8) 0.50111 (9) 0.73701 (7) 0.0190 (2) N3 0.50498 (8) 0.62594 (9) 0.60372 (7) 0.0187 (2) (5) C20 0.0552 (9) 0.0222 (7) 0.0797 (12) 0.0092 (7) 0.0513 (9) 0.0175 (7) Geometric parameters (Å, º) (9) H10B-C10-H10C 109.5 C16-O3-C20 116.62 (10) N2-C11-H11A 109.5 C7-N1-N2 109.98 (9) N2-C11-H11B 109.5 C7-N1-C1 124.72 (10) H11A-C11-H11B 109.5
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R int = 0.031 θ max = 27.5°, θ min = 1.7°h = −16→16 k = −13→12 l = −18→17 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.037 wR(F 2 ) = 0.103 S = 1.
